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Path?Iogical and genetic study of inclusion body disease of Japanese brown
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We examined 8 cases of Inclusion body disease of Japanese Brown cattle (1BD)
and 208 slaughtered healthy brains (collected from healthy Japanese brown cattle reared in same
area). Intraneuronal inclusions were found in all of IBD cases and approximately 30% of the
slaughtered brain. The inclusions were immuno-positive for SOD1, but SOD1 gene mutations were not
found in these individuals. Although there was no histological difference between slaughtered brains
with/without inclusions, RNA-seq revealed a significant upregulation of mitochondria-related
molecules in cases with inclusions. These findings suggest that these inclusions are "true"
pathological findings due to mitochondrial abnormalities or abnormal aggregation of SOD1.
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