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Obesity accounts for 20-30% of the Jaﬁanese population and is a risk factor
for lifestyle-related diseases. In this study, we aimed to inhibit differentiation of adipose
progenitor cells into mature adipocytes by artificially controlling chemical modifications of
histones that contribute to gene expression without altering the genetic information of the cells.
This method successfully suppressed the expression of genes involved in adipocyte differentiation
and prevented terminal differentiation into adipocytes by recruiting a histone modifying enzyme in

the gene region that regulates adipocyte differentiation. This research is expected to contribute to
the development of treatments for obesity in the future.
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