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Analysis of epigenetic aberrations induced by oncovirus infection

Okabe, Atsushi
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We performed a comprehensive analysis of chromatin structure using Hi-C data

in 14 GC and 2 normal gastric epithelial cells. We found a specific repertoire of A/B chromatin
compartments in EBV(+) GCs, and discovered that regions displaying these features also exhibit
direct chromatin interactions with EBV genome. To elucidate epigenetic alterations at the EBV-host
interacting regions, we used in vitro EBV infection system and comprehensively analyzed histone
modification and chromatin structural changes. We found that at EBV-host interacting regions the
specific disruption of H3K9me3(+) heterochromatin and TADs were observed after EBV infection and
heterochromatin disruption led to activation of entire domain as enhancer regions. Besides,
activated enhancers even within heterochromatin regions upregulate neighboring proto-oncogenes
through aberrant de novo loop formations.
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