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Elucidation of the mechanism by which RNA helicases regulate the functional
relationship between nucleoli and stress granules.
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To elucidate the regulation mechanisms of functional relationship between
nucleoli and stress granules (SGs), | focused on an RNA helicase, DDX17, and examined its
subcellular localization and dynamics.

DDX17 has two isoforms, p72 and p82. I revealed that p82, which contains additional intrinsically
disordered regions (IDRs) compared with p72, localized at the nucleoli. P82 showed slower dynamics
than p72. Although both p72 and p82 localized to the SGs under the stress condition, p72 was
predominantly incorporated into the SGs. Furthermore, the enzymatic mutants of both p72 and p82
accumulated into the SGs. The enzymatic mutant of p82 abolished nucleolar localization of p82. These

results suggest that DDX17 links nucleoli to SGs in the IDRs and enzymatic activity-dependent
manners.
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