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Elucidation of information transmission networks formed by plant immunity and
various environmental factors
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We demonstrate that SA-induced NPR1 is recruited to JA-responsive promoter
regions that are co-occupied by a JA-induced transcription complex consisting of MYC2 activator and
MED25 mediator subunit. In presence of SA, NPR1 replaces JA-regulated JAZ repressors by directly
interacting with MYC2 and inhibiting its transcriptional activity. We find that NPR1-mediated
suppression of MYC2 is a major immune mechanism for curtailing virulence of pathogens that attempt
to hijack JA signaling for their own benefit, underscoring NPR1-mediated antagonism as a driver of

versatile immune responses.
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CHIP-seq analysis of SA-responsive transcription cofactor NPR1 in Arabidopsis thaliana
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