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Fine-scale phylogenetic diversity and underlying mechanisms of coexisting
oxymonad protists in termite guts
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To elucidate the true diversity and underlying mechanism of the
coexistence of oxymonad symbiont community in guts of the termite Reticulitermes speratus, this
study preformed fine-scale phylogenetic analysis, in silico simulation of speciation, and
examination of interspecies niche differentiation of the protist community. The results strongly
suggested the possibilities that phylogenetically closely related but distinct 33 oxymonad species
coexist in a gut of Reticulitermes speratus and that the predicted species correspond with ecotypes
with different niches.
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