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Analysis of how the biofilm supplies nitrogen source to leaves of seagrass
(Thalassia hemprichii)

TSUCHIYA, Yuki
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In this study, | analyzed the mechanism of nitrogen supply to seagrass
(Thalassia hemprichii) by biofilm (BF) formed on the surface of seagrass leaves. The seagrasses
planted in the aquarium were used for microbial isolation and metagenomic analysis in the BF. The
genetic and physiological analyses of the microbial strains and the pathway analysis of the
metagenomic sequence revealed 1) the potential activities of assimilatory nitrate reduction and
amino acid metabolism and 2) the presence of algicidal bacteria and auxin-producing bacteria in the
BF. The results suggest that microbes in the BF supply seagrass leaves with NH4+ and auxin, derived
from algal lysis and/or transformations of nitrogen compounds, leading to promoting plant growth.
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