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Identification of ubiquitin ligase that controls the execution of lipoxytosis

Matsuoka, Masaki
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Because we did not find any proteins that specifically interacted with Rbxl
during lipoxytosis induction of cell death, we performed a comparative quantitative analysis using
mass spectrometry with stable isotope-labeled amino acids to identify proteins whose interaction
with Rbx1 was enhanced or attenuated during cell death progression. As a result, we found about 30
proteins whose interaction was enhanced during lipoxytosis induction. Among them, we selected 13
proteins with high detection accuracy and large interaction enhancement in the cell death pathway,
created cglls suppressing expression of the encoding genes, and evaluated whether lipoxytosis is
suppressed.
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