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Breast cancer is a type of cancer that can be expected to have a prolonged
prognosis with appropriate treatment. However, triple negative breast cancer (TNBC) accounts for
about 20% of breast cancers and is a poor prognosis subtype. Therefore, the development of drug
target molecules that increase sensitivity to anticancer drugs and biomarkers that predict the
efficacy of anticancer drugs is much needed. Therefore, we hypothesized that Hsp72 client proteins
in TNBC may play an important role in drug resistance.

We identified several target molecules, but were unable to obtain consistent results. These results
suggest that the expression profile of Hsp72 may determine whether Hsp72 client proteins affect drug
sensitivity.
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Accession no. Protein name Ratio | pvalue
0i|9257257 WD repeat-containing protein 1 isoform 1 2.333 0.007
0i|156523970 alpha-2-HS-glycoprotein preproprotein 2.216 0.000
gi|4506145 trypsin-1 preproprotein 2.193 0.000
0i62414289 vimentin 2.014 | 0.000
0i|5803013 endoplasmic reticulum resident protein 29 isoform 1 precursor 1.905 | 0.037
gi|5031635 cofilin-1 1.821 | 0.000
gi|4507879 voltage-dependent anion-selective channel protein 1 1.781 0.013
gi|50053795 eukaryotic translation initiation factor 4B 1.679 0.002
0i|167614506 plastin-2 1.669 0.028
0i|4758516 hepatoma-derived growth factor isoform a 1.663 | 0.015
gi|4758756 nucleosome assembly protein 1-like 1 1.575 0.000
gi|4503481 elongation factor 1-gamma 1.560 0.000
0i|23110935 proteasome subunit alpha type-1 isoform 1 1.493 0.024
gi[19743823 integrin beta-1 isoform 1A precursor 1.488 0.001
0i|4506671 60S acidic ribosomal protein P2 1.479 | 0.000
gi|5032057 protein S100-A11 1.479 0.005
gi|4757768 rho GDP-dissociation inhibitor 1 isoform a 1.454 | 0.003
0i|5901912 calmodulin 1.448 | 0.001
0i|386642862 threonine--tRNA ligase, cytoplasmic isoform 2 1.444 | 0.010
0i|4758484 glutathione S-transferase omega-1 isoform 1 1.441 0.023
gi|4504251 histone H2A type 2-A 1.429 0.021
0i|6031192 phosphate carrier protein, mitochondrial isoform a precursor 1.427 0.024
0i|10863927 peptidyl-prolyl cis-trans isomerase A 1.414 | 0.001
0i|73486658 aspartate aminotransferase, mitochondrial precursor 1.396 | 0.019
0i|385298707 hippocalcin-like protein 1 1.370 0.005
0i|50592994 thioredoxin isoform 1 1.356 | 0.045
gi|4503471 elongation factor 1-alpha 1 1.305 0.002
0i|24307939 T-complex protein 1 subunit epsilon 1.297 0.003
gi|[4758950 peptidyl-prolyl cis-trans isomerase B precursor 1.289 0.009
0i|38327039 heat shock 70 kDa protein 4 1.286 0.003
0i|42544159 heat shock protein 105 kDa 1.258 0.008
0i|98986464 transmembrane emp24 domain-containing protein 10 precursor 1.242 0.002
0i|4758012 clathrin heavy chain 1 1.221 0.011
0i|5453603 T-complex protein 1 subunit beta isoform 1 1.215 | 0.022
gi|4506663 60S ribosomal protein L8 1.206 0.041
0i|5901922 hsp90 co-chaperone Cdc37 1.204 | 0.045
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