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Establishment of a method for selecting antimicrobial agents and determining
their early efficacy using blood substances from patients with bacteremia.

Yashima, Hideaki
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In this study, | detected several proteins altered when Pseudomonas
aeruginosa was exposed to antimicrobial agents. In particular, 16 proteins whose expression rates
differed significantly by more than 10-fold or less than 1/10 depending on the antimicrobial
susceptibility were considered to be promising marker candidates for determining efficacy. In the
future, | will examine the correlation of these candidate marker proteins with drug susceptibility
in different P. aeruginosa strains and their detection sensitivity in the blood, and I expect to
establish markers that will enable us to determine the efficacy of antimicrobial agents against
Pseudomonas aeruginosa.
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SWATH 19,933 2,029

PAO-1
10 Beta-lactamase(P24735) Large ribosomal subunit
protein uL24 (Q9HWE6) Inner membrane protein CreD(Q91653) 3 ()
UniProt code 1/10 Precorrin-3 methylase

CobJ(Q9HZU4) Transcriptional regulator Dnr(G3XCW6) Cytochrome c domain-containing
protein(Q91101) Ribosomal RNA small subunit methyltransferase G(Q9HT10) DUF1161
domain-containing protein(Q91793) D-erythrose 4-phosphate dehydrogenase(Q915Y5)
UPFO033 domain-containing protein(Q9HXZ8) High-affinity zinc uptake system protein
ZnuA(Q9HT75) Lipoprotein-releasing system ATP-binding protein LolD (Q9HZL7) Probable
magnesium chelatase(Q9HZQ5) 10 MDRP

10 1710 UPF0434
protein PA2980(Q9HZM4) Iron-sulfur cluster(Q9HX19) DUF805 domain-(Q915R2) Sulfur
carrier protein TusA(Q913F3) Acyl carrier protein 1(054439) 5
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UniProt code Protein Name (no exposure MEPM / exposure MEPM) Ratio of MDRP/PAO-1
PAO-1 MDRP (208)

Q9HZU4 Precorrin-3 methylase CobJ 52.57 0.389 0.007
G3XCW6 Transcriptional regulator Dnr 18.76 1.017 0.054
Q9HU92 N-formylglutamate deformylase 2.189 0.136 0.062
P57714 Homoserine O-succinyltransferase 9.940 0.624 0.063
Q9HT10 Ribosomal RNA small subunit methyltransferase G 17.08 1111 0.065
Q9HZL7 Lipoprotein-releasing system ATP-binding protein LolD 10.06 0.896 0.089
Q9I5Y5 D-erythrose 4-phosphate dehydrogenase 10.74 1.009 0.094
Q9I6H1 Calcium-regulated OB-fold protein CarO 6.901 0.669 0.097
Q9137 YbaK./a.minoacyI.-tRNA synthetase-associated domain- 0.604 0.958 0.100

containing protein
Q91653 Inner membrane protein CreD 0.084 0.853 10.17
Q9HXI9 Iron-sulfur cluster 2.132 22.18 10.40
Q9HWE6 Large ribosomal subunit protein uL24 0.074 1.030 13.84
Q9I5R2 DUF805 domain-containing protein 1.059 20.49 19.35
Q9HZM4 UPF0434 protein PA2980 1.793 101.8 56.80

P24735 Beta-lactamase 0.019 1.113 58.99







