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Decline in the histone level and organismal aging

Ohta, Sho
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The number of senescent cells in tissues increases as an organism ages, and
cellular senescence is associated with the functional decline during aging. However, the molecular
mechanisms behind the increased senescent cells are largely unknown. In the current study, 1 have
generated a genetically engineered mouse ES cell line in which the protein level of histones are
downregulated in a drug inducible manner. In addition, | have generated mice using the ES cell line.

Analyses of the mice are yet to be done, but they can be an experimental tool to investigate
profound roles of the histone/nucleosome decline seen in the aging process.
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SENOO Manami HOZOJI Hiroshi ISHIKAWA-YAMAUCHI Yu TAKIJIRI Takashi OHTA Sho UKAI Tomoyo 66

KABATA Mio YAMAMOTO Takuya YAMADA Yasuhiro IKAWA Masahito 0ZAWA Manabu

RNA-binding protein Ptbpl regulates alternative splicing and transcriptome in spermatogonia and 2020

maintains spermatogenesis in concert with Nanos3
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Identification of distinct loci for de novo DNA methylation by DNMT3A and DNMT3B during 2020
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