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In this research, we succeeded the development of adipose specific IntS6
conditional knockout mouse which exhibit poor development of adipose tissue, hyperglycemia, and
poor weight gain in high fat diet mimic the congenital lipodystrophy syndrome. Our results implicate

that the regulation of gene expression by Integrator Complex is essential for the differentiation
and maintenance of adipocyte and adipose tissue, and could be the treatment target of Diabetes
mellitus and Metabolic syndrome.
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