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We found that the number of Pax7-positive cells was reduced by DNA
damage-dependent induction in ICE mice. Gene expression analysis of muscle tissue by using RNA-seq
revealed that the gene expression of pax7 was decreased and that the expression of genes related to
muscle atrophy, such as Myh9 and Myl4, was altered in ICE mice. Furthermore, not only gene
expression but also mRNA splicing of genes important for myogenesis, such as Ttn, Tnnt3, and Neb,
decreased with aging, and abnormal splicing was observed in the muscles of ICE mice. This indicates

that DNA damage is involved in diverse stem cell regulation in aging.
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