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Investigation of the immune response of the tumor-infilteating T cells by novel
scTCR-seq methods
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We have succeeded in establishing a unique and highly accurate scTCR-seq
analysis method based on BD Rhapsody. When a B16 mouse subcutaneous tumor model administered with
anti-CD4 antibody was analyzed by this method, eight major infiltrating T cell subsets were
identified based on gene expression. Of the oligoclonal / polyclonal T cell fractions identified by
overlapping analysis of scTCR-seq information and regional lymph node TCR-seq information, the
proportion of ealry-exhausted T cells and late-exhausted T cells was 10%: 90% for the former and the

latter. Was 30%: 70%. In addition, the latter expressed significantly more genes involved in the
phenotype of early-exhausted T cells than the former.
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