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Elucidation of drug-resistant mechanism in Salmonella infection by construction
of gene regulatory network
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It is reported that Salmonella shift to a nonproliferative state in response
to antimicrobial drug administration to enhance antimicrobial resistance. In this research, we
focused on the drug-responsive gene regulatory network to elucidate the mechanism of Salmonella
transition to the nonproliferative state in response to antimicrobial drug. As part of the gene
regulatory network analysis, we developed a method for simultaneous measurement of transcription and
degradation of intracellular RNAs comprehensively under specific environmental conditions. At the
same time, we developed a method to search for functional RNA sequences that regulate the stability
of intracellular RNAs. These results have already been published.
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