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Streptococus pneumoniae is one of the major pathogens in community-aquired
infections. After the introduction of pneumococcal conjugate vaccines, pneumococci with non-vaccine
types and/or antibiotic resistance increased globally. Our study aimed to clary the mechanism of the

resisrance and its molecular epidemiology. Our analysis showed that the most of the
carbapenem-resistant pneumococci have altered pbpla (pbpla-13), suggesting that the gene is
cerculating among several clones. With regard to macrolide resistance, we found several tranposon
types that had macrolide resistance gene(s). This results indicated that a high rate of macrolide
resistance in Japan was caused by not horizontal trasmission of the genes but the antibiotic

selection pressure.
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