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Generation of gene-knockout library in Chlamydia pneumoniae

Shimizu, Akinori

3,200,000

DNA

DNA DNA
DNA RFLP
DNA

I tried to establishing a gene manipulated-Chlamydia pneumoniae library
previously unreported. | carried out to construct the plasmid DNA vector which I designed at first.
The DNA sequences were confirmed and same as designed sequences, however the transformant clones of
C. pneumoniae were not obtained. To solve this problem, previous DNA samples were check by RFLP
patterns. Then, the RFLP patterns were different from re-purified plasmid DNA that were same
subclones before more than a month. The reason why the RFLP patterns were changed was not uncoverd.
This result shown that difficulty of establishing a gene manipulated-C. pneumoniae library by the
method that | tried.
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