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Comprehensive analysis of subclinical hemorrhagic fever virus infections and
sequence analysis of variable region gene of human antibody in Central Africa
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This study aimed to identify anti-hemorrhagic fever virus antibody positive
specimens and to determine sequences of variable region gene of the human antibodies in Gabon,
Central Africa. In the study period, 1 found antibody-positive samples against a total of 7 viruses
including Zaire, Sudan, Bundibugyo ebolavirus species, Marburg virus, Crimean-Congo hemorrhagic
fever virus, Lassa virus, and lymphocytic choriomeningitis virus (LCMV). Subsequently, | planned to
sequence variable region gene of the antibodies of these samples; however, I was forced to abandon
the study plan due to COVID-19 pandemic. Instead, | proceeded with an analysis to clarify risk(s) of

a infection with LCMV, against which antibodies with neutralizing activity were detected in humans
in Africa for the first time. In the result, | found that contact with familiar rodents and wild
porcupines was a risk factor for LCMV infection in the country.
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