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Experimental infection model of Dengue virus and Zika virus in northern Japanese
local mosquitoes
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This study aimed to evaluate the susceﬁtibility and vector competence of
Aedes japonicus from northern Japan to Zika virus (ZIKV), which causes febrile illness and
microcephaly to human. After oral infection of ZIKV, the amplified virus was detected from several
parts of the body of Ae. japonicus, and the viral RNA was detected from the saliva of the
mosquitoes. The infection rate was lower than two major ZIKV vector, Ae. albopictus and Ae. aegypti,
but the virus titer in the body was almost same level or higher than the two mosquito species.
Besides, next generation sequencing targeting on ZIKV genome which derived from the virus-infected
mosquitoes revealed that two amino acid mutations accumulate in the viral envelope protein. The two
amino acid mutations imply that regulate N-linked glycosylation of envelope protein.
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