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Comprehensive molecular analysis of the progression of testicular
non-seminomatous germ cell tumor

Miyai, Kosuke

3,300,000

15-45

The most common form of malignant solid tumor in men aged 15 to 45 years is
the testicular germ cell tumor. Molecular genetic evidences of a multistep progression from
testicular seminoma to non-seminoma have been demonstrated. In the present study, we investigated
early molecular changes which related to the progression to non-seminomatous testicular germ cell
neoplasms causing of patient"s poor prognosis. Seminoma components in mixed tumors showed
significantly higher chromosomal instability than pure seminomas. In comprehensive gene expression
analysis, the differentially expressed genes between mixed-type and pure-type seminomas were related

to cellular zinc metabolism.
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