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Study of regulatory mechanisms of gene expression that determine
immunosuppressive potential for application to cancer immunotherapy
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Gene expression is regulated by transcription factor (TF).TFs-DNA complex
organizes 3d structure of chromatin. Chromatin immunoprecipitation (ChIP) is useful for identifying
binding sites of specific TFs, but it requires the identification of molecular targets in advance
and can not examine single promoter regions. In this study, I evaluated a method to isolate site
specific TFs by using the dead Cas9 (dcas9) system. | developed a viral vector-based method and a
recombinant protein-based method and tried to immunoprecipitate TF complexes. Although genomic DNA
could be immunoprecipitated, unfortunately, it was not possible to obtain sufficient quantities of
the proteins in the TF complex to allow identification of new associated proteins by mass
spectrometry. But 1 found that optimization of the choice of protein crosslinkers, setting of
conditions of crosslinking and sample disruption procedures were crucial to achieve this objective.
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