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Analysis between RNA modification and pathogenesis in myelodysplastic syndromes

Shibuta, Tatsuki
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Cytosine methylation in mRNA and RNA methyltransferases in myelodysplastic
syndrome (MDS) were analyzed. Compared to CD34-positive cells, MDS cells showed increased expression
of transcription factors and granulocyte lineage-specific genes, and increased methylated cytosine
in the untranslated region. In addition, NSUN2, which is a RNA methyltransferase, was highly

expressed in MDS cells, and its expression level was involved in cell proliferatin.
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Interaction via exosome miRNAs between myelodysplatic cell and normal Treg.

International Society for Extracellular Vesicles

2019




Yukichi Takada, Tatsuki Shibuta, Tsukuru Umemura

Circulating miR-451a is a useful biomarker for hemolysis
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