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Exploring novel genes causing epilepsy by next-generation sequencing analysis
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The objective of this study was to search for novel epilepsy genes using
advanced methods such as next-generation sequencers. During the period, 1 have been charge of 76
cases of epilepsy and other neurological diseases using next-generation sequencing analysis. Of
these, mutations were identified in the responsible genes previously reported in 26 cases, and copy
number variations that were considered pathogenic were identified in 2 cases. The case with de novo
missense mutation in a gene that have not been reported previously were registered in an
international database for possible new responsible genes, and are being prepared for reporting
together with cases from other institutions.
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