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Exploring the mechanism of mutation acquisition to induce tumorigenesis using
Down syndrome associated leukemia model
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Gene mutation acquisition mechanism which induced tumorigenesis was analyzed

using the disease model applicable to the multi-step tumorigenesis theory.
We performed experiments that pluripotent stem cell pairs of disomy 21 (d21) and trisomy 21 (t21)
clones were used and compared at each hematopoietic differentiation stage.
As a result, in the process of mutation acquisition and DNA damage repair, no significant difference
was observed between d21 and t21 clones until early hematopoietic progenitor cells. On the other
hand, the cell proliferation activity was not significantly different at the undifferentiated stage,
but in hematopoietic progenitor cell stage, there was a tendency for increased cell cycle in t21
clones.
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