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Development of methodology detecting immunoglobulin related fusion genes in
pediatric leukemia
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We designed and modified a_custom panel for the immunoglobulin (I1G) region
and performed RNA panel sequencing analysis on pediatric hematopoietic tumors suspected of IGH-DUX4
or IGH-MYC based on flow cytometry and FISH analysis. IGH-DUX4 was detected in 8 of 10 cases and
IGH-MYC in 2 of 3 cases, and the fusion points were confirmed by direct sequencing.

In this study, we succeeded in creating a custom panel that can generally detect fusion genes
containing the 1G region. We plan to use this panel to detect novel fusion genes and search for
therapeutic target genes in cases with Acute Lymphoblastic leukemia/lymphoma, and mature B cell
leukemia/lymphoma for which fusion genes have not yet been identified.
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