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Evaluation of the association between changes in intestinal bacterial and viral
flora and improvement in diabetes, hypertension, and NASH
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We focused on the intestinal microflora, which has been pointed out to be

related to obesity, and evaluated changes in the intestinal microflora over time before and 6 months
after bariatric surgical treatment (endoscopic intragastric balloon implantation and sleeve
gastrectomy). The results showed that the intestinal microbiota changed significantly after obesity
treatment. In particular, Escherichia coli (E. coli) was more abundant before bariatric surgery than
after, and all of the 15 cases of Escherichia coli were more abundant after the surgery than after.
and clearly decreased in all 15 cases after treatment. These results suggest that pathological
intestinal bacteria in obese patients exacerbate liver fibrosis and inflammation in NASH.
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