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Exploratory research of treatment target or marker for aldosterone producing
adenoma by using of metabolome analysis

Kobuke, Kazuhiro
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We introduced the ATP1Al gene mutation, one of the somatic gene mutations
found in aldosterone-producing adenoma (APA), into adrenal carcinoma cell lines to obtain an APA
model cell line. We performed RNA-Seq and metabolome analysis of these model cells to analyze
changes in gene expression and intracellular metabolism. The results suggest that nucleic acid
synthesis is enhanced in APA with ATP1Al mutation, which, together with the change in gene
expression in RNA-Seq, indicates activation of cell proliferation, suggesting that ATP1A1l mutation
in adrenocortical cells promotes cell proliferation and triggers APA tumorigenesis. The results
suggest that the ATP1A1l mutation in adrenocortical cells promotes cell proliferation and may trigger
APA tumor formation.
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