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Functional analysis of calcification-related genes in aortic valve stenosis
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3,200,000
(Calcification-induced proteinl:CIP1 )
CIP1 VICs
CIP1 VICs CIP1
CIP1

To elucidate the molecular mechanisms of aortic valve stenosis, we analyzed
the mRNA expression patterns of valve interstitial cells(VICs) isolated from Calcific aortic valve
stenosis(CAVS) donors using a gene microarray. As a results, we identified a secretory protein (we
named Calcification-induced proteinl:CIP1). We aimed to clarify the functional roles of CIP1 in CAVS

progression. In vitro, CIP1-depleted VICs suppressed differentiation into osteoblasts. Furthermore,
CIP1 depletion in the murine CAVS model improved aortic valve dysfunction with high peak velocity

and valve thickening. These results strongly suggest that CIP1 plays an important role in the
pathogenesis of aortic stenosis.
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