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Drug induced lung disease by MUC4 gene

Shiihara, Jun

3,000,000
(EGFR-TKI)
MUC4
exon2 EGFR-TKI
MUC4 exon2
cosb
cosb
MUC4 MUC4 exon2
3 cos5

MUC4

We performed this study to clarify the genetic factor in Japanese which
cause the fatal interstitial lung disease caused by EGFR-TKI : epidermal growth factor receptor
tyrosine kinase inhibitor.

We had studied the exon2 of MUC4 gene. The genetic polymorphism in exon2 of MUC4 gene had been
thought to cause the interstitial lung disease, but found to be not in the end.

Next we identify the whole sequence of exon2 of MUC4. We performed the case control study between
case group and control group. We found the cos5 allele in the case group, but couldn®t prove it to
be the cause of the interstitial lung disease.
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