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Development of therapy for hemolytic uremic syndrome with a focus on
microRNAZhigh mobility group box-1 signaling
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Typical (Shiga toxin-producing Escherichia coli-associated) hemolytic uremic

syndrome (HUS) is the leading cause of acute kidney injury in children, and no specific treatment
methods have been established. In HUS-model mice treated with Shiga toxin 2 (Stx2) and
lipopolysaccharide (LPS), we conducted array analyses to identify changes in the expression of
target microRNAs involved in high mobility group box-1 signaling. We focused on dual Specificity
Phosphatase 8 (DUSP8), a miR-21-related mRNA with a large magnitude fold-change. DUSP8 expression
was higher in the kidneys of HUS-model mice than in the kidneys of healthy mice. Proximal convoluted
tubule (TKPTS) and collecting duct cells (M-1) treated with Stx2 and LPS in vitro showed no
appreciable chan?es. A possible reason is the use of immortalized cells. Thus, we will use primary
mouse renal tubular cells in reexaminations.
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