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Identification of immune environment cells in the central nervous system which
support the development of primary CNS lymphoma
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By RNA sequencing analysis using the nCounter system, we have already
performed quantitative RNA analysis of 770 genes related to neuroinflammation in 30 patients with
CNS primary malignant lymphoma and compared the results between the poor and good prognosis groups
using volcano plots. We found that 48 genes were significantly up-regulated in the poor prognosis
group. Furthermore, multivariate analysis revealed that three genes, TUBB4A, S100B, and SLC6Al, had
a significant effect on prognosis.
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