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Analysis of a new mechanism of resistance gene expression in
vancomycin-resistant enterococci
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Vancomycin-resistant enterococci (VRE) is a global problem due to the
paucity of therapeutic agents. This study was conducted using a Nisin-inducible expression vectors
to identify novel transcriptional regulators of the vancomycin resistance gene cluster in
enterococci, but unfortunately, no transcriptional regulators contributing to vancomycin resistance
were found. In the parallel, we discovered and reported the first linear plasmid (pELF-type plasmid)

in enterococci from VRE isolated in Japan. This plasmid contained several drug resistance genes and
showed a high transfer frequency to a broad range of enterococci. We also found a case in which a
PELF-type plasmid caused the nosocomial spread of VRE in a Japanese medical institution, verifying
that the pELF-type plasmid is a clinically important mobile genetic element.
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