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Regulatory mechanism of beige adipocyte-differentiation by protein phosphatase.
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Beige adipocytes are attracting attention as a novel therapeutic target for
lifestyle-related diseases because beige adipocyte burn sugar and fat actively. It has been shown
that the histone demethylase JMJID1A is phosphorylated downstream of the B -adrenergic signal,
removing the inhibitory histone methylation and activating chromatin. It was unclear how this
phosphorylation level of JMID1A was regulated. In this study, we comprehensively searched for JMJD1A

interacting factors and identified a phospho JMJD1A protein phosphatase complex (p-JMJD1A-PPC).
p-JMID1A-PPC dephosphorylate phosphorylated JWID1A and contributed to the regulation of the
expression of thermogenic genes in beige adipocytes.
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