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Long non-coding RNAs during differentiation of oligodendrocytes
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In this study, we aim to identify long non-coding RNAs which control the
differentiation from iPS cells into oligodendrocytes. Single-cell RNA sequencing for cultured cells
revealed that multiple cell clusters was contained in the same culture well. Furthermore, in silico
analysis uncovered that several clusters can belong to the timeline of oligodendrocyte
differentiation. We discover that a small number of long non-coding RNAs exist in a feasible cluster

which similar to oligodendrocyte progenitor cells.
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