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Elucidation of distant metastasis mechanisms in_drug-resistant breast cancer and
development of novel molecular-targeted therapies.

NISHIKAWA, SAYAKA
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To improve the treatment outcome of breast cancer, it is necessary to
elucidate the mechanism of distant metastasis of breast cancer and to develop novel therapeutic
agents. Recently, it was reported that the SDPR gene is involved in distant metastasis of breast
cancer, and we Initiated this study in the belief that SDPR could be a new therapeutic target for
breast cancer.

Using clinical specimens from breast cancer surgeries performed at our hospital, we showed that
patients with low expression of SDPR had a significantly poorer prognosis. Subsequent studies were
conducted by breast cancer subtype, but no association was found between low expression of SDPR and
prognosis in any of them. The study was reexamined and repeated, but unfortunately, the conclusion
was reached that “ low expression of SDPR is not significantly correlated with breast cancer
prognosis.
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