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Development of specific therapy for poor prognosis subtypes of pancreatic cancer
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In this study, we examined the clinical significance of KDMGA expression
using public databases and clinical specimens, and performed functional analysis in human pancreatic
cancer cell lines. The study revealed that DM6A inactivation is associated with (1) K poor
prognosis pancreatic cancer subtype, (2) malignant transformation of pancreatic cancer cell lines,
(3) H3K27ac reduction in the promoter region of tumor suppressor genes, and (4) HDAC inhibitors have
specific effects.
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