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Relationship between brown adipose tissue expression and cachexia in human
digestive cancers
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IT a correlation between brown adiposity, cancer-associated cachexia (CAC),
and ghrelin is found, it may be applicable to the improvement of quality of life during the course
of CAC with drugs that promote secondary ghrelin increase or ghrelin-like agents. This study was
designed to confirm browning of adipocytes in advanced human cancer patients, to examine the
relationship between browning and prognosis, and between brown fat, cancer-associated cachexia
CAC), and ghrelin. A total of 53 cases were accumulated by 2022. Due to the difficulty in
accumulating cases with the Corona disaster, the instability of RNA extraction from adipose tissue,
the difficulty in quantifying UCP1 expression, and the low positive rate of UCP1 in immunostaining,
we were unable to investigate the relationship between UCP1 expression and stage, prognosis, and
ghrelin in plasma.
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