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Tumor supressor KMT2D Target gene

Identification of candidate target genes of tumor supressor KMT2D gene in
esophageal cancer.

Odagiri, Kazuki
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This study clarified the relationship between KMT2D gene expression and
susceptibility to chemotherapy in esophageal squamous epithelial cancer and the downstream gene
regulated by KMT2D. We examined using a sample of patients with esophageal squamous cell carcinoma.
Sensitivity to chemotherapy tended to decrease in the KMT2D low expression group. And the prognosis
was also poor. In vitro assays, esophageal cancer cells that suppressed KMT2D expression had reduced

sensitivity to chemotherapeutic agents. Experiments using the same cells suggested that the NF-1
gene and ERCC2 gene may be genes controlled by KMT2D. Previous reports say that these two genes are
associated with chemosensitivity in other cancers. Thus, this study may help develop treatments for
esophageal cancer.
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