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New genetic identification in patients with human azoospermia by Whole Exome
sequencing
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We found two genes with the possibility as new candidate genes. We will
consider whether we make knockout mouse, and a mouse with the variation has becoming pregnant
characteristics in future. In addition, we identified GALNTL5 reporting as asthenozospermia to four
people of patients with SCOS. Furthermore, we identified a frameshift variant locating on the Y
chromosome. The detailed functional analysis is going now, and we want to publicize when we can
perform some kind of functional analyses.



24%

Y AZF
MD-TESE
SCOS
DNA
WES
(A1)
Al
SCOS
SCOS
SCOS
164
WDD
WDD
SCOS

GALNTLS

164

WDD

SCOS

SCOS

15%
24%

SCOS DNA
SCOSs
SCOS
DNA
2
SCOS
WES
PubMed
Al

4

MD-TESE

abstract



DDX3Y



1 1 0 1

Miyamoto T, Shin T, lijima M, Minase G, Okada H, Saijo Y, Segoku K 39
The poly(A) polymerase beta gene may not be associated with azoospermia caused by Sertoli-cell- 2019
only syndrome in Japanese patients by comparing patients and normal controls.
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