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Identification of synthetic lethal genes with PARP in prostate cancer

Ishizuya, Yu
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By genome-wide loss-of-function screening using three prostate cancer cell
lines, we obtained gene candidates for synthetic lethal with PARP. Genes related to DNA damage and
DNA replication were identified in addition to homologous recombination repair. These genes show
synergistic effects when they are simultaneously inhibited by PARP and are promising therapeutic

targets.
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