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The exploration of new biomarker for chemo-sensitivity of ovarian cancer based
on cancer genome
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We analyzed the genomic data of HGSOC and found that the cutoff value of HRD
score, which quantifies HRD in HGSOC, is 63, and that mutations in HRR-related genes and epigenetic
mutations, which cause HRD, have different prognoses. We also identified HRR-related gene mutations
and epigenetic mutations that cause HRD, and found that the presence or absence of each mutation

resulted in different prognoses. We also found that the HRD score changed before and after
chemotherapy, and that the HRD score was associated with BRCA1/2 mutations and the presence of LOH.
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