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Identification of RNA splicing variants that cause head and neck squamous cell
carcinoma to highly malignancy.
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We demonstrated that the splicing regulator SF3B2 is involved in the
regulation of gene expression in mitochondrial electron transport pathways and transcriptional
regulatory regions by altering its expression level. In addition, SF3B2 regulates gene expression
not only by binding to mRNA precursors and regulating splicing, but also by binding to chromatin
regions and regulating transcription, suggesting that these molecular mechanisms are involved in the

progression of squamous cell carcinoma of the head and neck. These results suggest that these
molecular mechanisms through high expression of SF3B2 are involved in the progression of squamous
cell carcinoma of head and neck.
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