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Research of gene arrays in congenital red-green color blindness
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We performed a visual substance gene analysis of Japanese congenital
red-green color blindness. The subjects were 2 patients with protanopia, 4 patients with
protanomaly, 9 patients with deuteranopia, and 11 patients with deuteranomaly diagnosed with
anomaloscope. Phenotype and genotype matched in 77% (20/26), but 6 cases had different anomaloscope
diagnoses and genotypes. In six cases, genetic analysis did not reveal the cause of color blindness,

and no new genetic mutations were found. The diversity of a visual substance genes was suggested.
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Figure 1. RCCT results for each cone are compared between the CVD groups and the control group. Table2.Results of color vision test
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Maki lwasa, Sanae Muraki, Shinichi Yamade,Masahito Ohji

Evaluation of congenital color vision deficiency using the Rabin cone contrast test.
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