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Whole-genome analysis of the distribution of tandem depulicator, a
transcriptional enhancement mechanism in oral cancer
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In this study, oral squamous cell carcinoma cell lines were irradiated, and
radiation-resistant and radiation-sensitive cell lines were identified. The identified cell lines
were analyzed using a next-generation sequence analysis. Based on the results, copy number variation

(CNV) were investigated with/without irradiation, and genes specifically expressed in the regions
were identified. These results suggested that these genes may be potential targets for further
research and target factors in the future.
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