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Development of comprehensive genetic testing technology for congenital anomaly
syndrome and application for orthodontic diagnosis

Maruoka, Ryo
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In order to develop the system of comprehensive genetic testing for
congenital anomaly syndrome, we try to chose the candidate gene first. We extract the cases of
congenital anomaly syndrome of orthodontic clinic in the university of Tokyo hospital in ten years
and made the candidate gene list. Additionally, we analyzed the characteristic of Marfan syndrome,
one of the most common congenital anomaly syndrome case of our hospital and presented the result in
annual meeting of Japan Cleft Palate Association. We developed the basic data of genotype-phenotype
correlation including other congenital anomaly syndromes.
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