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Mechanism of oral mucositis caused by high-dose chemotherapy
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Saliva samples were collected from children before and again three months
after undergoing hematopoietic stem cell transplantation (HSCT), and PCR analysis revealed the
presence of multiple bacterial species in the oral cavity in the post-transplant period as compared
to before HSCT. In addition, Streptococcus mutans organisms were isolated from those samples and
their caries pathogenicity was investigated, which showed a low level up to three months following
transplantation. These results suggested that HSCT leads to a drastic change in oral condition.
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