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Development of a sugar tyoe discrimination in protein glycosylation based on
protein subcellular localization
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Glycoproteins with 0-glycosylation from Uniprot KB/Swiss-Prot were
classified according to signal sequences and O-glycosylations. Datasets were classified into four
groups including intracellular, secretory, signal-anchor, and transmembrane proteins based on the
signal peptides and transmembrane domains. The distribution of sugar chains differed depending on
the intracellular localization, and specific sugar chain modifications were observed in the nucleus,

cytoplasm, and mitochondria. This results shown that the O-glycosylation of sugar chains
disc;igination methods could be applied to developing a highly accurate sugar species discrimination
method.
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