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Characterization of microbial assemblages associated with large-scale thawing of
permafrost

Nakai, Ryosuke
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This study investigated unseen/uncultured microorganisms present in the ice
complex of the Alaskan permafrost. Microbiome analysis revealed that bacterial members belonging to
Actinobacteria, Proteobacteria, Chlamydiae, Planctomycetes, and Firmicutes, as well as archaeal
members affiliated with Euryarchaeota and Thaumarchaeota were dominant in the studied samples. Some
samples also contained novel lineages belonging to uncultivated candidate divisions, Acidobacteria,
and Gemmatimonadetes. Metagenomic analysis also detected uncultivated members with metabolic
potentials related to organic matter degradation and gas production, and the relationship between
the metabolic characteristics obtained and the geochemical data is currently being analyzed. In
addition, culturing efforts have led to the isolation of phylogenetically novel proteobacterial
strains.
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Characterization of the First Cultured Psychrotolerant Representative of Legionella from 2021
Antarctica Reveals Its Unique Genome Structure
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Chasing Legionella spp. in Antarctic human-made and natural environments
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