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Development of a novel diagnostic_method for malignant pleural mesothelioma
based on the analysis of amino acid profiles
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In this study, a discriminant model was developed to diagnose malignant
pleural mesothelioma (MPM) based on the analysis of the balance of amino acid concentrations. Amino
acid data from the HPLC analysis of pleural fluid samples collected from MPM or control patients
were applied to the principal component analysis (PCA). It was confirmed that the amino acid balance

was different between the MPM and control groups. Furthermore, in order to create an index for
identifying MPM patients, the linear discriminant analysis (LDA) was performed on amino acid data
for establishing a discriminant model. The obtained model consisting of several amino acids as
variables was confirmed to show good diagnostic performance. We believe this method could
contribute to the development of a new auxiliary diagnostic technique.
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Fig.1 PCA score plot obtained from the
analysis of MESO-1 and Met-5A cell culture Fig.2 ROC curve of the discriminative model and

comparison of five amino acids between the MESO-1
and Met-5A Cell Groups.

media. Numbers indicate the incubation time
(h) of each sample.
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Fig.3 Discriminant scores (Y) obtained from the discriminative model.
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