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Development of DNA-free genome editing technology for producing a new breed of
citrus
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We have been researching for the purpose of developing a technology base for
developing new citrus cultivars using DNA-free genome editing technology. First, we confirmed the
sequence of the PDS gene of Poncirus trifoliata as the target gene, prepared sgRNA, and confirmed
its function in vitro. Next, we examined the conditions for applying the particle bombardment method
to the callus of P. trifoliata. After confirming the transduction efficiency using the GUS gene,
RNP (Ribonucleoprotein) was injected and CAPS analysis was performed. However, so far no mutations

due to genome editing have been confirmed. At present, we are also studying particles used in
particle bombardment.
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